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Abstract

Random Amplified Polymorphic DNA (RAPD) analysis was used to investigate levels
of genetic diversity among 46 samples of physic nut (Jatropha curcas L.) in Thailand, which
were collected from Nakhon Ratchasima Field Crops Research Center. RAPDs generated by 12 out
of 60 different primers (20%) produced 64 bands. Average size of the amplified DNA fragments
ranged from 250 to 2,500 bp and similarity index ranged from 0.5706 to 0.9881. JAT-05 and JAT-12
primers produced monomorphism, whereas TSC-05 primer produced specific band at 600 bp in
sample 5114. Dendrogram was drawn using NTSYS-pc, version 2.10m, UPGMA method. The
results showed 3 groups in physic nut samples. The first group consists of only one sample (5101)
which similarity index from 0.7147 to 0.9678 when compared with group 2 and 3. The second group
consists of 39 samples with similarity index from 0.5706 to 0.9881. The last group consists of 6
samples with similarity index from 0.7230 to 0.9309. Samples 5116 and 5119 were the most related
ones with similarity index of 0.9881 while samples 5125 and 8114 were the least related with
similarity index of 0.5706. Finally, the phylogram was generated by PAUP* version 4.0b10
indicated that some samples of physic nut were closely relationship but the overview of relationship

in all samples hasn’t known yet.
Keywords: genetic diversity, physic nut, Jatropha curcas L., RAPD
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